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JWS	  Online	  

•  Among	  the	  first	  online	  model	  repositories	  and	  simulators	  

Repository	  
•  Review	  tool	  for	  some	  journals	  
•  Curated	  models	  

–  Literature	  
–  Direct	  communica1on	  
	  	  	  (oRen	  as	  part	  of	  review	  process)	  
	  	  	  	  

+	  Simulable	  copies	  of	  BioModels	  
+	  Private	  models	  for	  research	  groups	  



JWS	  Online	  
Model	  cura1on	  



SysMO	  integraGon	  

•  Used	  by	  SysMO	  consor1um	  
•  Systems	  Biology	  of	  Micro-‐Organisms	  
– Generates	  data	  for	  model	  construc1on	  

•  SysMO	  develops	  a	  soRware	  plaYorm:	  	  
–  the	  SEEK	  

•  Uses	  JWS	  Online	  as	  model	  simulator	  	  



the	  SEEK	  	  

•  Aspects	  
– Data	  capturing	  

•  BoTom-‐up	  construcGon	  data	  
•  Top-‐down	  validaGon	  data	  

– Model	  simulaGon	  
– Social	  network	  

•  Goals	  
– Sharing,	  Exchange,	  Reuse,	  Preserva1on	  of	  
modeling	  research	  

	  



JWS	  Online	  components	  
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Simulator	  

Web	  based,	  easy	  to	  use	  interface	  

Standard	  
simula1on	  
func1onality	  



Simulator	  upgrade	  

•  HTML	  	   	   	   	   	   	  Java	  Applet	  
	  mobile	  friendly 	   	   	  security	  prompts	  

	   	   	   	   	   	   	   	   	  loading	  1me	  

•  SVG	   	   	   	   	   	   	  GIF	  image	  
	   	  	  	  	  zoom	  and	  pan	  
	  	  	  	  	  link	  to	  elements	  	  	  	  	   	  link	  to	  coordinates	   	   	  	  	  

•  Tabbed	  results	   	  Pop-‐up	  window	  	  



Upload	  biomodel	  
	  



MIRIAM	  annota1on	  

webMathema1ca	  <JLink>	  org.sbgn.jar	  



Create	  an	  error	  in	  the	  SBML	  
and	  re-‐upload	  

	  



Upload	  altered	  model,	  
OneStop	  outlines	  error	  

	  



Simula1on	  &	  analysis	  
	  



Export	  of	  SED-‐ML	  script	  
	  



DataFuse	  

Goal	  
•  Link	  models	  to	  	  
– Construc1on	  data	  
– Valida1on	  data	  
	  

	  







Valida1on	  data	  
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